Strong impact of the genetic background of both virus and host
In the evolutionary battle of porcine circovirus type 2 with pigs
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Genetic changes (PCV2a, b, d) -> amino acid changes (different Mab recognition)
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PCV2

Historical background

Postweaning Multisystemic Wasting Syndrome (PMWS)
~ immunostimulations
(co-infections/vaccination)

Big debate on the pathogenesis \ee«:,' o
How do pigs develop PMWS? :’ .
Belgium - no big problems € « N




PCV2

Historical background

Postweaning Multisystemic Wasting Syndrome (PMWS)
~ immunostimulations
(co-infections/vaccination)
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Increased PCV2 replication
in gnotobiotic pigs by Con A stimulation
~ lymphoblastogenesis
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PCV2

Pathogenesis - virus/host interactions
Combination lymphoblasts and monocytes
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Pathogenesis - virus/host interactions
Combination lymphoblasts and monocytes
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